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Figures. Four Color Light Cycler™ - Optical Design 
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Figure 10. 
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Figure 18. 



Sequence Variation and Probe Design at HLA-A 
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Figure 20, Sequence Variation and Probe Design at DRB 1 
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Figure 18. 




Sequence Variation and Probe Design at HLA-A 
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Figure 19. PfediccedTinsfor2ProbesataHLA-AVariableReigon 
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Figure 2 1 • Predicted Tms for 3 Probes at a HLA DRB 1 Variable Region 
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